Termites are the principal decomposers in tropical and subtropical ecosystems around the world. Time-calibrated molecular phylogenies show that some lineages of Neoisoptera diversified during the Oligocene and Miocene, and acquired their pantropical distribution through transoceanic dispersal events, probably by rafting in wood. In this paper, we intend to resolve the historical biogeography of one of the earliest branching lineages of Neoisoptera, the Rhinotermitinae. We used the mitochondrial genomes of 27 species of Rhinotermitinae to build two robust time-calibrated phylogenetic trees that we used to reconstruct the ancestral distribution of the group. Our analyses support the monophyly of Rhinotermitinae and all genera of Rhinotermitinae. Our molecular clock trees provided time estimations that diverged by up to 15.6 million years depending on whether or not 3 rd codon positions were included. Rhinotermitinae arose 50. Ma 95% HPD). We detected four disjunctions among biogeographic realms, the earliest of which occurred 41.0-56.6 Ma (33.0-65.8 Ma 95% HPD), and the latest of which occurred 20. Ma 95% HPD).
Introduction
Termites form a small insect group, comprising ~3000 species (Krishna et al., 2013) . They primarily feed on wood or grass, but many species of Termitidae evolved to feed on decomposed substrates such as humus or soil (Abe, 1979) . Termites reach their highest abundance in tropical and subtropical terrestrial ecosystems, where they are the principal decomposers of organic matter (Sugimoto et al., 2000) .
Phylogenies based on mitochondrial genomes have shown that extant termites descend from a common ancestor that lived ~150 Ma (Bourguignon et al., 2015) , and their distribution includes all of the continents other than Antarctica. Vicariance, through plate tectonics, and dispersal, across oceans and land bridges, are the two processes that can explain how organisms acquired their current distributions across continents. In the case of termites, plate tectonics might explain the global distribution of earliest branching lineages. However, the termite lineages that currently dominate warm ecosystems evolved only ~50 Ma (Bourguignon et al., 2015) , and their distribution across the tropics is best explained by transoceanic and land bridge dispersals. Several tens of such dispersal events, each leading to termite lineages with modern representatives, took place during the Oligocene-Miocene period, 34-6 Ma (Bourguignon et al., 2016 , 2017 . This outstanding ability to disperse and colonise new continents is largely due to the wood feeding/nesting habit of many termite species, which favours dispersal by rafting across oceans in blown down trees and logs (Bourguignon et al., 2016 (Bourguignon et al., , 2017 .
Several recent studies have intended to resolve the historical biogeography of termites, primarily focusing on Neoisoptera (Bourguignon et al., 2016 (Bourguignon et al., , 2017 Dedeine et al., 2016) .
However, one of the most basal lineages of Neoisoptera, the Rhinotermitinae, has been ignored so far. The Rhinotermitinae includes six genera (Krishna et al., 2013) : Acorhinotermes, 
